The recent introduction of Next-Generation Sequencing (NGS) platforms, able to simultaneously sequence hundreds of millions of DNA fragments, has dramatically changed the landscape of genetics and genomic studies. However, to benefit of this novel sequencing technology, advanced laboratory and molecular biology expertise must be combined with a strong multidisciplinary background in data analysis. In addition, since the output of an experiment consists of a huge amount of data, terabytes of storage and clusters of computers are required to manage the computational bottleneck.
